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ONLINE APPENDIX

FIGURE LEGENDS

Fig. 1A-C: Linkage disequilibrium (LD) plot across the AMPK genes PRKAA2 (A), PRKAB1 (B) and PRKAB2 (C) loci.  In each figure, the horizontal black line depicts the chromosomal segment analyzed in our CEU sample.  The SNP locations are indicated by hatch marks above the black line: successful SNPs from dbSNP are depicted in black, the SNPs downloaded from the HapMap are in blue and the tag SNPs are in green.  An LD plot is depicted in the bottom part of the figure based on the measure D’: each square represents the magnitude of LD for a single pair of markers, with red color indicating LD that is strong (D’ >0.8) and statistically significant (LOD >2.0).  The haplotypes spanning this block are shown above the LD plot, with the thickness of the blue line indicating their frequency in the CEPH reference sample (figure prepared using the program LocusView v2.0, T. Petryshen, A. Kirby, M. Ainscow, unpublished software).
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Supplementary Figure 1B
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Supplementary Figure 1C
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