Plant-Arrays: Publications
Abe H, Urao T, Ito T, Seki M, Shinozaki K, Yamaguchi-Shinozaki K. Arabidopsis AtMYC2 (bHLH) and AtMYB2 (MYB) Function as Transcriptional Activators in Abscisic Acid Signaling. (2003) Plant Cell 15:63-78.

Mikihiro Ogawa, Atsushi Hanada, Yukika Yamauchi, Ayuko Kuwahara, Yuji Kamiya, and Shinjiro Yamaguchi. Gibberellin Biosynthesis and Response during Arabidopsis

Seed Germination
The Plant Cell, Vol. 15, 1591–1604, July 2003 
Crowe ML, Serizet C, Thareau V, Aubourg S, Rouze P, Hilson P, Beynon J, Weisbeek P, van Hummelen P, Reymond P, Paz-Ares J, Nietfeld W, Trick M. CATMA: a complete Arabidopsis GST database. (2003) Nucleic Acids Res. 31:156-158.

Zhu T, Budworth P, Chen W, Provart N, Chang H-S, Guimil S, Su W, Estes B, Zou G, Wang X. Transcriptional control of nutrient partitioning during rice grain filling. (2003) Plant Biotechnol. J. 1:59-70.

Stasolla C, Van Zyl L, Egertsdotter U, Craig D, Liu W, Sederoff RR. The Effects of Polyethylene Glycol on Gene Expression of Developing White Spruce Somatic Embryos. (2003) Plant Physiol 131:49-60.

Ma L, Zhao H, Deng XW.. Analysis of the mutational effects of the COP/DET/FUS loci on genome expression profiles reveals their overlapping yet not identical roles in regulating Arabidopsis seedling development. (2003) Development 130:969-981.

Tao Y, Xie Z, Chen W, Glazebrook J, Chang HS, Han B, Zhu T, Zou G, Katagiri F. Quantitative Nature of Arabidopsis Responses during Compatible and Incompatible Interactions with the Bacterial Pathogen Pseudomonas syringae. (2003) Plant Cell 15:317-30.

Ullah H, Chen JG, Temple B, Boyes DC, Alonso JM, Davis KR, Ecker JR, Jones AM.. The beta-Subunit of the Arabidopsis G Protein Negatively Regulates Auxin-Induced Cell Division and Affects Multiple Developmental Processes. (2003) Plant Cell 15:393-409.

Whitham SA, Quan S, Chang HS, Cooper B, Estes B, Zhu T, Wang X, Hou YM. Diverse RNA viruses elicit the expression of common sets of genes in susceptible Arabidopsis thaliana plants. (2003) Plant J 33:271-83.

Yu LX, Setter TL.. Comparative Transcriptional Profiling of Placenta and Endosperm in Developing Maize Kernels in Response to Water Deficit. (2003) Plant Physiol 131:568-82.

Nakazono M, Qiu F, Borsuk LA, Schnable PS. Laser-Capture Microdissection, a Tool for the Global Analysis of Gene Expression in Specific Plant Cell Types: Identification of Genes Expressed Differentially in Epidermal Cells or Vascular Tissues of Maize. (2003) Plant Cell 15:583-596.

Vlachonasios KE, Thomashow MF, Triezenberg SJ.. Disruption Mutations of ADA2b and GCN5 Transcriptional Adaptor Genes Dramatically Affect Arabidopsis Growth, Development, and Gene Expression. (2003) Plant Cell 15:626-638.

Puthoff DP, Nettleton D, Rodermel SR, Baum TJ. Arabidopsis gene expression changes during cyst nematode parasitism revealed by statistical analyses of microarray expression profiles. (2003) Plant J 33:911-921.

Kim H, Snesrud EC, Haas B, Cheung F, Town CD, Quackenbush J. Gene Expression Analyses of Arabidopsis Chromosome 2 Using a Genomic DNA Amplicon Microarray. (2003) Genome Res. 13:327-340.

Jane Glazebrook, Wenqiong Chen, Bram Estes, Hur-Song Chang, Christiane Nawrath, Jean-Pierre Metraux, Tong Zhu and Fumiaki Katagiri. Topology of the network integrating salicylate and jasmonate signal transduction derived from global expression phenotyping. (2003)

Plant J 34, 217-228.

Hirai MY, Fujiwara T, Awazuhara M, Kimura T, Noji M, Saito K. Global expression profiling of sulfur-starved Arabidopsis by DNA macroarray reveals the role of O-acetyl-l-serine as a general regulator of gene expression in response to sulfur nutrition. (2003) Plant J 33:651-663.

Tranbarger TJ, Ghazi Y, Teyssendier de la Serve B, Muller B, Doumas P, Touraine B. (2003) Transcription factor genes with expression correlated to nitrate related root plasticity of Arabidopsis thaliana. Plant Cell Environ. 26: 459-469.

Rayko Halitschke, Klaus Gase, Dequan Hui, Dominik D. Schmidt, and Ian T. Baldwin. Molecular Interactions between the Specialist Herbivore Manduca sexta (Lepidoptera, Sphingidae) and Its Natural Host Nicotiana attenuata. (2003) VI. Microarray Analysis Reveals That Most Herbivore-Specific Transcriptional Changes Are Mediated by Fatty Acid-Amino Acid Conjugates. published 13 March, 10.1104/pp.102.018184

Dequan Hui, Javeed Iqbal, Katja Lehmann, Klaus Gase, Hans Peter Saluz, and Ian T. Baldwin. Molecular Interactions between the Specialist Herbivore Manduca sexta (Lepidoptera, Sphingidae) and Its Natural Host Nicotiana attenuata: V. Microarray Analysis and Further Characterization of Large-Scale Changes in Herbivore-Induced mRNAs. (2003) published 13 March, 10.1104/pp.102.018176.

Lin F, Xu SL, Ni WM, Chu ZQ, Xu ZH, Xue HW. Identification of ABA-responsive genes in rice shoots via cDNA macroarrays. (2003) Cell Res 13:59-68. 

SIR1, an Upstream Component in Auxin Signaling Identified by Chemical Genetics
Yunde Zhao, Xinhua Dai, Helen E. Blackwell, Stuart L. Schreiber, Joanne Chory
31 July 2003 / Page 1/ 10.1126/science.1084161

Expression Profiling of Cytokinin Action in Arabidopsis
Aaron M. Rashotte, Susan D.B. Carson, Jennifer P.C. To, and Joseph J. Kieber

Plant Physiology, August 2003, Vol. 132, pp. 1998–2011

Genome-Wide Insertional Mutagenesis of Arabidopsis thaliana
Jose´ M. Alonso et al. SCIENCE VOL 301 653-657 1 AUGUST 2003

Microarray and differential display identify genes involved in jasmonate-dependent anther development
Ajin Mandaokar, V. DineshKumar, Matt Amway and John Browse.  Plant Molecular Biology 52: 775–786, 2003.

Microarray Analysis of the Nitrate Response in Arabidopsis Roots and Shoots Reveals over 1,000 Rapidly Responding Genes and New Linkages to Glucose,

Trehalose-6-Phosphate, Iron, and Sulfate Metabolism, Rongchen Wang, Mamoru Okamoto, Xiujuan Xing, and Nigel M. Crawford
Plant Physiology, June 2003, Vol. 132, pp. 556–567

Changes in Gene Expression in Arabidopsis Shoots during Phosphate Starvation and the Potential for Developing Smart Plants
John P. Hammond, Malcolm J. Bennett, Helen C. Bowen, Martin R. Broadley, Dan C. Eastwood, Sean T. May, Clive Rahn, Ranjan Swarup, Kathryn E. Woolaway, and Philip J. White
Plant Physiology, June 2003, Vol. 132, pp. 578–596

Gene Expression Phenotypes of Arabidopsis Associated with Sensitivity to Low Temperatures
Nicholas J. Provart1, Pedro Gil1, Wenqiong Chen, Bin Han, Hur-Song Chang, Xun Wang, and Tong Zhu
Plant Physiology, June 2003, Vol. 132, pp. 893–906

Transcriptome Profiling of Sulfur-Responsive Genes in Arabidopsis Reveals Global Effects of Sulfur Nutrition on Multiple Metabolic Pathways 

Akiko Maruyama-Nakashita, Eri Inoue, Akiko Watanabe-Takahashi, Tomoyuki Yamaya, and Hideki Takahashi
Plant Physiology, June 2003, Vol. 132, pp. 597–605

Monitoring expression profiles of Arabidopsis gene expression during rehydration process after dehydration using ca. 7000 full-length cDNA microarray
Youko Oono, Motoaki Seki, Tokihiko Nanjo, Mari Narusaka, Miki Fujita, Rie Satoh1, Masakazu Satou, Tetsuya Sakurai, Junko Ishida, Kenji Akiyama, Kei Iida, Kyonoshin Maruyama, Shinobu Satoh, Kazuko Yamaguchi-Shinozaki5 and Kazuo Shinozaki
The Plant Journal (2003) 34, 868–88

Arabidopsis microarrays identify conserved and differentially expressed genes involved in shoot growth and development from distantly related plant species

David P. Horvath, Robert Schaffer, Mark West and Ellen Wisman

The Plant Journal (2003) 34, 125-134

Quantitative Nature of Arabidopsis Responses during Compatible and Incompatible Interactions with the Bacterial Pathogen Pseudomonas syringae
Yi Tao, Zhiyi Xie, Wenqiong Chen, Jane Glazebrook, Hur-Song Chang, Bin Han, Tong Zhu, Guangzhou Zou, and Fumiaki Katagiri
The Plant Cell, Vol. 15, 317–330, February 2003

A genome-wide identification of E2F-regulated genes in Arabidopsis

Elena Ramirez-Parra, Corinne Fru¨ ndt and Crisanto Gutierrez
The Plant Journal (2003) 33, 801–811
2002

Kim GT, Shoda K, Tsuge T, Cho KH, Uchimiya H, Yokoyama R, Nishitani K, Tsukaya H. The ANGUSTIFOLIA gene of Arabidopsis, a plant CtBP gene, regulates leaf-cell expansion, the arrangement of cortical microtubules in leaf cells and expression of a gene involved in cell-wall formation. (2002) EMBO J 21:1267-1279.

Brodersen P, Petersen M, Pike HM, Olszak B, Skov S, Odum N, Jorgensen LB, Brown RE, Mundy J. Knockout of Arabidopsis ACCELERATED-CELL-DEATH11 encoding a sphingosine transfer protein causes activation of programmed cell death and defense. (2002) Genes Dev 16:490-502.

Scheideler M, Schlaich NL, Fellenberg K, Beissbarth T, Hauser NC, Vingron M, Slusarenko AJ, Hoheisel JD. Monitoring the switch from housekeeping to pathogen defence metabolism in Arabidopsis thaliana using cDNA arrays. (2002) J Biol Chem 277:10555-61.

Margit Menges, Lars Hennig, Wilhelm Gruissem, and James A. H. Murray. (2002) Cell Cycle-regulated Gene Expression in Arabidopsis.

J of Biol Chem Vol. 277: 41987–42002.
Tian Q, Uhlir NJ, Reed JW.. Arabidopsis SHY2/IAA3 Inhibits Auxin-Regulated Gene Expression. (2002) Plant Cell 14: 301-319.

Chen W, Provart NJ, Glazebrook J, Katagiri F, Chang HS, Eulgem T, Mauch F, Luan S, Zou G, Whitham SA, Budworth PR, Tao Y, Xie Z, Chen X, Lam S, Kreps JA, Harper JF, Si-Ammour A, Mauch-Mani B, Heinlein M, Kobayashi K, Hohn T, Dangl JL, Wang X, Zhu T.Expression Profile Matrix of Arabidopsis Transcription Factor Genes Suggests Their Putative Functions in Response to Environmental Stresses. (2002) Plant Cell 14:559-574.

Ruuska SA, Girke T, Benning C, Ohlrogge JB. Contrapuntal Networks of Gene Expression during Arabidopsis Seed Filling. (2002) Plant Cell 14:1191-1206. [Supplemental Data]

Paul O'Hara, Antoni R. Slabas, and Tony Fawcett. Fatty Acid and Lipid Biosynthetic Genes Are Expressed at Constant Molar Ratios But Different Absolute Levels during Embryogenesis. (2002) Plant Physiol 129:310-320.

Cheong YH, Chang HS, Gupta R, Wang X, Zhu T, Luan S. Transcriptional Profiling Reveals Novel Interactions between Wounding, Pathogen, Abiotic Stress, and Hormonal Responses in Arabidopsis. (2002) Plant Physiol 129: 661-677.

Swidzinski JA, Sweetlove LJ, Leaver CJ. A custom microarray analysis of gene expression during programmed cell death in Arabidopsis thaliana. (2002) Plant J 30:431-46.

Aharoni A, Vorst O. DNA microarrays for functional plant genomics. (2002) Plant Mol Biol 48:99-118.

Finkelstein D, Ewing R, Gollub J, Sterky F, Cherry JM, Somerville S. Microarray data quality analysis: lessons from the AFGC project. Arabidopsis Functional Genomics Consortium. (2002) Plant Mol Biol 48:119-31.

Donson J, Fang Y, Espiritu-Santo G, Xing W, Salazar A, Miyamoto S, Armendarez V, Volkmuth W. Comprehensive gene expression analysis by transcript profiling. (2002) Plant Mol Biol 48:75-97.

Oztur ZN, Talame V, Deyholos M, Michalowski CB, Galbraith DW, Gozukirmizi N, Tuberosa R, Bohnert HJ. Monitoring large-scale changes in transcript abundance in drought- and salt-stressed barley. (2002) Plant Mol Biol 48:551-73.

Hanano S, Amagai M, Kaneko T, Kuwata C, Tsugane T, Sakurai N, Nakamura Y, Shibata D, Tabata S. Analysis of gene expression in Arabidopsis thaliana by array hybridization with genomic DNA fragments aligned along chromosomal regions. (2002) Plant J 30:247-255.

Matsuyama T, Tamaoki M, Nakajima N, Aono M, Kubo A, Moriya S, Ichihara T, Suzuki O, Saji H. cDNA microarray assessment for ozone-stressed Arabidopsis thaliana. (2002) Environ Pollut 117:191-4

Lee JM, Williams ME, Tingey SV, Rafalski JA. DNA array profiling of gene expression changes during maize embryo development. (2002) Funct Integr Genomics 2:13-27.

Osakabe Y, Miyata S, Urao T, Seki M, Shinozaki K, Yamaguchi-Shinozaki K. Overexpression of Arabidopsis response regulators, ARR4/ATRR1/IBC7 and ARR8/ATRR3, alters cytokinin responses differentially in the shoot and in callus formation. Biochem Biophys Res Commun. (2002) 293:806-15.

Chapman S, Schenk P, Kazan K, Manners J. Using biplots to interpret gene expression patterns in plants. (2002) Bioinformatics 18:202-4.

Colebatch G, Trevaskis B, Udvardi M. Functional genomics: tools of the trade. (2002) New Phytol 153: 27-36.

Aharoni A., Keizer LCP, Van Den Broeck HC, Blanco-Portales R, Mu–oz-Blanco J, Bois G, Smit P, De Vos RCH, and O'Connell AP.Novel Insight into Vascular, Stress, and Auxin-Dependent and -Independent Gene Expression Programs in Strawberry, a Non-Climacteric Fruit. (2002) Plant Physiol 129:1019-1031.

MŸssig C, Fischer S,and Altmann T. Brassinosteroid-Regulated Gene Expression. (2002) Plant Physiol 129:1241-1251.

Bray EA. Classification of genes differentially expressed during water-deficit stress in Arabidopsis thaliana: an analysis using microarray and differential expression data. (2002) Ann Bot (Lond) 89:803-11.

Yin Y, Cheong H, Friedrichsen D, Zhao Y, Hu J, Mora-Garcia S, Chory J. A crucial role for the putative Arabidopsis topoisomerase VI in plant growth and development. (2002) Proc Natl Acad Sci U S A 99:10191-6.

Fowler S, Thomashow MF. Arabidopsis Transcriptome Profiling Indicates That Multiple Regulatory Pathways Are Activated during Cold Acclimation in Addition to the CBF Cold Response Pathway. (2002) Plant Cell 14:1675-90.

Menges M, Hennig L, Gruissem W, Murray JA. Cell cycle regulated gene expression in Arabidopsis.(2002) J Biol Chem Aug 6; [epub ahead of print]

Schultz CJ, Rumsewicz MP, Johnson KL, Jones BJ, Gaspar YM, Bacic A. Using genomic resources to guide research directions. The arabinogalactan protein gene family as a test case. (2002) Plant Physiol 129:1448-63.

Gutierrez RA, Ewing RM, Cherry JM, Green PJ. Identification of unstable transcripts in Arabidopsis by cDNA microarray analysis: Rapid decay is associated with a group of touch- and specific clock-controlled genes. (2002) Proc Natl Acad Sci U S A 99:11513-11518.

Seki M, Narusaka M, Ishida J, Nanjo T, Fujita M, Oono Y, Kamiya A, Nakajima M, Enju A, Sakurai T, Satou M, Akiyama K, Taji T, Yamaguchi-Shinozaki K, Carninci P, Kawai J, Hayashizaki Y, Shinozaki K. Monitoring the expression profiles of 7000 Arabidopsis genes under drought, cold and high-salinity stresses using a full-length cDNA microarray. (2002) Plant J 31:279-292.

Maggio A, Miyazaki S, Veronese P, Fujita T, Ibeas JI, Damsz B, Narasimhan ML, Hasegawa PM, Joly RJ, Bressan RA. Does proline accumulation play an active role in stress-induced growth reduction? (2002) Plant J 31:699-712.

Moseyko N, Feldman LJ. VIZARD: analysis of Affymetrix Arabidopsis GeneChip(R) data. (2002) Bioinformatics 18:1264-5.

Huang X, Von Rad U, Durner J. Nitric oxide induces transcriptional activation of the nitric oxide-tolerant alternative oxidase in Arabidopsis suspension cells. (2002) Planta 215:914-23.

Zhang B, Ramonell K, Somerville S, Stacey G. Characterization of early, chitin-induced gene expression in Arabidopsis. (2002) Mol Plant Microbe Interact 15:963-70.

Mittler R. Oxidative stress, antioxidants and stress tolerance. (2002) Trends Plant Sci 7:405.

Klok EJ, Wilson IW, Wilson D, Chapman SC, Ewing RM, Somerville SC, Peacock WJ, Dolferus R, Dennis ES. Expression Profile Analysis of the Low-Oxygen Response in Arabidopsis Root Cultures. (2002) Plant Cell 14:2481-2494.

Ma L, Gao Y, Qu L, Chen Z, Li J, Zhao H, Deng XW. Genomic Evidence for COP1 as a Repressor of Light-Regulated Gene Expression and Development in Arabidopsis. (2002) Plant Cell 14:2383-2398.

Moseyko N, Zhu T, Chang HS, Wang X, Feldman LJ.. Transcription Profiling of the Early Gravitropic Response in Arabidopsis Using High-Density Oligonucleotide Probe Microarrays. (2002) Plant Physiol. 130:720-728.

Satoh R, Nakashima K, Seki M, Shinozaki K, and Yamaguchi-Shinozaki K. ACTCAT, a Novel cis-Acting Element for Proline- and Hypoosmolarity-Responsive Expression of the ProDH Gene Encoding Proline Dehydrogenase in Arabidopsis. (2002) Plant Physiol 130:709-19.

Schroeder D.F, Gahrtz M, Maxwell B.B, Cook R.K, Kan J.M, Alonso J.M, Ecker J.R, Chory J. De-etiolated 1 and damaged DNA binding protein 1 interact to regulate Arabidopsis photomorphogenesis. (2002) Current Biology 12:1462-1472.

Ramonell KM, Zhang B, Ewing RM, Chen Y, Xu D, Stacey G, Somerville S. Microarray analysis of chitin elicitation in Arabidopsis thaliana. (2002) Molecular Plant Pathology 3:301-311.

Wang Y, Wang X, Guo SW, Ghosh S. Conditions to ensure competitive hybridization in two-color microarray: a theoretical and experimental analysis. (2002) Biotechniques 32:1342-1346.

Takashi Matsuyama, Masanori Tamaoki, Nobuyoshi Nakajima, Mitsuko Aono, Akihiro Kubo, Shougo Moriya, Tatsuo Ichihara, Osamu Suzuki and Hikaru Sajic. DNA microarray assessment for ozone-stressed Arabidopsis thaliana, Environmental Pollution. (2002) 117:191-194.

Tompa R, McCallum CM, Delrow J, Henikoff JG, van Steensel B, Henikoff S.. Genome-wide profiling of DNA methylation reveals transposon targets of CHROMOMETHYLASE3. (2002) Current Biology 12:65-68.

Thijs G, Marchal K, Lescot M, Rombauts S, De Moor B, Rouze P, Moreau Y. A Gibbs sampling method to detect overrepresented motifs in the upstream regions of coexpressed genes. (2002) Journal of Computational Biology 9:447-464.

Kersten B, Burkle L, Kuhn EJ, Giavalisco P, Konthur Z, Lueking A, Walter G, Eickhoff H, Schneider U. Large-scale plant proteomics. Plant Mol Biol (2002) 48:133-141.

Kim H, Zhao B, Snesrud EC, Haas BJ, Town CD, Quackenbush J. Use of RNA and genomic DNA references for inferred comparisons in DNA microarray analyses. (2002) Biotechniques 33:924-30.

Che P, Gingerich DJ, Lall S, Howell SH.. Global and Hormone-Induced Gene Expression Changes during Shoot Development in Arabidopsis. (2002) Plant Cell 14:2771-2785.

Goda H, Shimada Y, Asami T, Fujioka S, Yoshida S. Microarray Analysis of Brassinosteroid-Regulated Genes in Arabidopsis. (2002) Plant Physiol. 130:1319-1334.

Rossel JB, Wilson IW, Pogson BJ. Global Changes in Gene Expression in Response to High Light in Arabidopsis. (2002) Plant Physiol 130:1109-1120.

Wang YH, Garvin DF, Kochian LV. Rapid Induction of Regulatory and Transporter Genes in Response to Phosphorus, Potassium, and Iron Deficiencies in Tomato Roots. Evidence for Cross Talk and Root/Rhizosphere-Mediated Signals. (2002) Plant Physiol 130:1361-1370.

Brandt S, Kloska S, Altmann T, Kehr J. Using array hybridization to monitor gene expression at the single cell level. (2002) J Exp Bot 53:2315-2323.

Moran PJ, Cheng Y, Cassell JL, Thompson GA. Gene expression profiling of Arabidopsis thaliana in compatible plant-aphid interactions. (2002) Arch Insect Biochem Physiol 51:182-203.

Frick UB, Schaller A. cDNA microarray analysis of fusicoccin-induced changes in gene expression in tomato plants. (2002) Planta 216:83-94.

Demura T, Tashiro G, Horiguchi G, Kishimoto N, Kubo M, Matsuoka N, Minami A, Nagata-Hiwatashi M, Nakamura K, Okamura Y, Sassa N, Suzuki S, Yazaki J, Kikuchi S, Fukuda H.. Visualization by comprehensive microarray analysis of gene expression programs during transdifferentiation of mesophyll cells into xylem cells. (2002) Published online before print November 18, Proc. Natl. Acad. Sci. USA, 10.1073/pnas.232590499.

Seki M, Ishida J, Narusaka M, Fujita M, Nanjo T, Umezawa T, Kamiya A, Nakajima M, Enju A, Sakurai T, Satou M, Akiyama K, Yamaguchi-Shinozaki K, Carninci P, Kawai J, Hayashizaki Y, Shinozaki K. Monitoring the expression pattern of around 7,000 Arabidopsis genes under ABA treatments using a full-length cDNA microarray. (2002) Funct Integr Genomics 2:282-91.

Wan J, Dunning FM, Bent AF. Probing plant-pathogen interactions and downstream defense signaling using DNA microarrays. (2002) Funct Integr Genomics 2:259-73.

Seki M, Satou M, Sakurai T, Shinozaki K. RIKEN Arabidopsis full-length cDNA database. Trends Plant Sci (2002) 7:562-563.

Wang H, Ma L, Habashi J, Li J, Zhao H, Deng XW. Analysis of far-red light-regulated genome expression profiles of phytochrome A pathway mutants in Arabidopsis. (2002) Plant J 32:723-733.

Kreps JA, Wu Y, Chang HS, Zhu T, Wang X, Harper JF.. Transcriptome Changes for Arabidopsis in Response to Salt, Osmotic, and Cold Stress. (2002) Plant Physiol 130:2129-2141.

Sawa S, Ohgishi M, Goda H, Higuchi K, Shimada Y, Yoshida S, Koshiba T. The HAT2 gene, a member of the HD-Zip gene family, isolated as an auxin inducible gene by DNA microarray screening, affects auxin response in Arabidopsis. (2002) Plant J 32:1011-1022.

Moore S, Vrebalov J, Payton P, Giovannoni J. Use of genomics tools to isolate key ripening genes and analyse fruit maturation in tomato. (2002) J Exp Bot 53:2023-30.

Cary AJ, Che P, Howell SH. Developmental events and shoot apical meristem gene expression patterns during shoot development in Arabidopsis thaliana. (2002) Plant J 32:867-877.

Mysore KS, Crasta OR, Tuori RP, Folkerts O, Swirsky PB, Martin GB. Comprehensive transcript profiling of Pto- and Prf-mediated host defense responses to infection by Pseudomonas syringae pv. tomato. (2002) Plant J 32:299-315.

2001

# Mahalingam R and Fedoroff N. Screening insertion libraries for mutations in many genes simultaneously using DNA microarrays. (2001) Proc Natl Acad. Sci USA 98:7420-7425.

    # Tepperman JM, Zhu T, Chang HS, Wang X, Quail PH. Multiple transcription-factor genes are early targets of phytochrome A signaling. (2001) Proc Natl Acad Sci U S A. 98:9437-42. [Supplemental Material]

    # Stintzi A, Weber H, Reymond P, Browse J, Farmer EE. Plant defense in the absence of jasmonic acid: The role of cyclopentenones. (2001) Proc Natl Acad Sci U S A. 98:12837-42.

    # Hertzberg M, Aspeborg H, Schrader J, Andersson A, Erlandsson R, Blomqvist K, Bhalerao R, Uhlén M, Teeri TT, Lundeberg J, Sundberg B, Nilsson P, Sandberg G. A transcriptional roadmap to wood formation. (2001) Proc Natl Acad Sci U S A Dec 98:14732-7.

    # Seki M, Narusaka M, Abe H, Kasuga M, Yamaguchi-Shinozaki K, Carninci P, Hayashizaki Y, Shinozaki K. Monitoring the Expression Pattern of 1300 Arabidopsis Genes under Drought and Cold Stresses by Using a Full-Length cDNA Microarray. (2001) Plant Cell 13:61-72.

Schaffer R, Landgraf J, Accerbi M, Simon V V, Larson M, Wisman E. Microarray Analysis of Diurnal and Circadian-Regulated Genes in Arabidopsis. (2001) Plant Cell 13:113-123.

Kawasaki S, Borchert C, Deyholos M, Wang H, Brazille S, Kawai K, Galbraith D, and Bohnert HJ. Gene Expression Profiles during the Initial Phase of Salt Stress in Rice. (2001) Plant Cell 13:889-906.

Ma L, Li J, Qu L, Hager J, Chen Z, Zhao H, Deng XW. Light Control of Arabidopsis Development Entails Coordinated Regulation of Genome Expression and Cellular Pathways. (2001) Plant Cell 13:2589-2607.[Supplemental Material]

Genoud T, Trevino Santa Cruz MB, Metraux JP. Numeric simulation of plant signaling networks. (2001) Plant Physiol 126:1430-1437.

Desikan R, Mackerness SA-H, Hancock JT, and Neill SJ. Regulation of the Arabidopsis Transcriptome by Oxidative Stress. (2001) Plant Physiol 127:159-172.

Wang YH, Garvin DF, and Kochian LV. Nitrate-Induced Genes in Tomato Roots. Array Analysis Reveals Novel Genes That May Play a Role in Nitrogen Nutrition. (2001) Plant Physiol 127:345-359.

Thimm O, Essigmann B, Kloska S, Altmann T, Buckhout TJ. Response of Arabidopsis to iron deficiency stress as revealed by microarray analysis. (2001) Plant Physiol 127:1030-43.

Hertzberg M, Sievertzon M, Aspeborg H, Nilsson P, Sandberg G, Lundeberg J. cDNA microarray analysis of small plant tissue samples using a cDNA tag target amplification protocol. (2001) Plant J 25:585-591.

Heidenreich B, Mayer K, Sandermann H Jr, Ernst D.. Mercury-induced genes in Arabidopsis thaliana: identification of induced genes upon long-term mercuric ion exposure. (2001) Plant Cell Environ 24:1227-2001.

Kuhn E. From Library Screening to Microarray Technology: Strategies to Determine Gene Expression Profiles and to Identify Differentially Regulated Genes in Plants. (2001) Ann Bot 87:139-155.

Schwab W, Aharoni A, Raab T, Perez AG, Sanz C. Cytosolic aldolase is a ripening related enzyme in strawberry fruits (Fragaria x ananassa). (2001) Phytochemistry 56(5): 407-15.

Reddy, A. S. Calcium: silver bullet in signaling. (2001) Plant Sci 160: 381-404.

Xu W, Bak S, Decker A, Paquette SM, Feyereisen R, Galbraith DW. Microarray-based analysis of gene expression in very large gene families: the cytochrome P450 gene superfamily of Arabidopsis thaliana. (2001) Gene 272:61-74.

Seki M, Narusaka M, Yamaguchi-Shinozaki K, Carninci P, Kawai J, Hayashizaki Y, Shinozaki K. Arabidopsis encyclopedia using full-length cDNAs and it application. (2001) Plant Physiol Biochem. 39:211-220.

Zhu T, Budworth P, Han B, Brown D, Chang HS, Zou G, Wang X. Toward elucidating the global gene expression patterns of developing Arabidopsis: Parallel analysis of 8,300 genes by a high density oligonucleotide probe array. (2001) Plant Physiol Biochem. 39: 221-242.

Pesaresi P, Varotto C, Richly E, Kurth J, Salamini F, and Leister D. Functional genomics of Arabidopsis photosynthesis. (2001) Plant Physiol Biochem. 39:285-294.

Bohnert HJ et al. A genomics approach towards salt stress tolerance. (2001) Plant Physiol Biochem. 39:295-311.

Reymond P. DNA microarrays and plant defence. (2001) Plant Physiol Biochem. 39:313-321.

Yu J, Nickels R, and McIntosh L. A genome approach to mitochondrial-nuclear communication in Arabidopsis. (2001) Plant Physiol Biochem. 39:345-353.

Dolferus R, Klok EJ, Ismond K, Delessert C, Wilson S, Good A, Peacock J, Dennis L. Molecular basis of the anaerobic response in plants. (2001) IUBMB Life 51:79-82.

Kahmann R, Basse C. (2001) Fungal gene expression during pathogenesis-related development and host plant colonization. Curr Opin Microbiol 4:374-80

Yang L, Tran DK, Wang X. BADGE, BeadsArray for the Detection of Gene Expression, a High-Throughput Diagnostic Bioassay. (2001) Genome Res. 11:1888-1898.

Ghassemian M, Waner D, Tchieu J, Gribskov M, Schroeder JI. An integrated Arabidopsis annotation database for Affymetrix Genechip(R) data analysis, and tools for regulatory motif searches. (2001) Trends Plant Sci. 6:448-9.

Rowland O, Jones JD. Unraveling regulatory networks in plant defense using microarrays. (2001) Genome Biol 2: reviews1001.1-1001.3.

Galbraith DW, Macas J, Pierson EA, Xu W, Nouzova M. Printing DNA microarrays using the Biomek 2000 laboratory automation workstation. (2001) Methods Mol Biol 170:131-40.

Kazan K, Schenk PM, Wilson I, Manners JM. DNA microarrays: new tools in the analysis of plant defence responses. (2001) Mol Plant Patho 2:177-185.

Breyne P, Zabeau M. Genome-wide expression analysis of plant cell cycle modulated genes. (2001) Curr Opin Plant Biol. 4:136-42. 

2000

Harmer SL, Hogenesch JB, Straume M, Chang HS, Han B, Zhu T, Wang X, Kreps JA, Kay SA. Orchestrated transcription of key pathways in Arabidopsis by the circadian clock. (2000) Science 290:2110-2113.

Schenk PM, Kazan K, Wilson I, Anderson JP, Richmond T, Somerville SC, and Manners JM. Coordinated plant defense responses in Arabidopsis revealed by microarray analysis. (2000).Proc Natl Acad Sci USA 97: 11655-11660, October 10, [Supplemental Material]

Maleck K, Levine A, Eulgem T, Morgan A, Schmid J, Lawton KA, Dangl JL, and Dietrich RA. The transcriptome of Arabidopsis thaliana during systemic acquired resistance. (2000) Nat Genet 26:403-410.

Harmer SL and Kay SA. Microarrays: Determining the Balance of Cellular Transcription. (2000) Plant Cell 12:613-616.

Reymond P, Weber H, Damond M, and Farmer EE. Differential Gene Expression in Response to Mechanical Wounding and Insect Feeding in Arabidopsis. (2000) Plant Cell 12:707-720

Wang R, Guegler K, LaBrie ST, Crawford NM. Genomic Analysis of a Nutrient Response in Arabidopsis Reveals Diverse Expression Patterns and Novel Metabolic and Potential Regulatory Genes Induced by Nitrate. (2000) Plant Cell 12:1491-1510.

Girke T, Todd J, Ruuska S, White J, Benning C, Ohlrogge J. Microarray Analysis of Developing Arabidopsis Seeds. (2000) Plant Physiol 124:1570-1581.

Zhu T and Wang X. Large-Scale Profiling of the Arabidopsis Transcriptome. (2000) Plant Physiol 124: 1472-1476.

Ohlrogge J, Pollard M, Bao X, Focke M, Girke T, Ruuska S, Mekhedov S, Benning C. Fatty acid synthesis: from CO2 to functional genomics. (2000) Biochem Soc Trans 28:567-73.

Sasaki Y, Asamizu E, Shibata D, Nakamura Y, Kaneko T, Awai K, Masuda T, Shimada H, Takamiya Ki K, Tabata S, Ohta H. Genome-wide expression-monitoring of jasmonate-responsive genes of Arabidopsis using cDNA arrays. (2000) Biochem Soc Trans. 28:863-4.

Richmond T and Somerville S. Chasing the dream: plant EST microarrays. (2000) Curr Opin Plant Biol 3:108-116. (BioMedNet)

Schaffer R, Landgraf J, Perez-Amador M, Wisman E. Monitoring genome-wide expression in plants. (2000) Curr Opin Biotechnol 11:162-7.

1999

Kehoe DM, Villand P, Somerville S. DNA microarrays for studies of higher plants and other photosynthetic organisms [Technical focus]. (1999) Trends Plant Sci 4:1:38-41 

1998

Desprez T, Amselem J, Caboche M, Hofte H. Differential gene expression in Arabidopsis monitored using cDNA arrays. (1998) Plant J. 14:643-52.

Ruan Y, Gilmore J, Conner T.Towards Arabidopsis genome analysis: monitoring expression profiles of 1400 genes using cDNA microarrays. (1998) Plant J. 15:821-33.

Giege P, Konthur Z, Walter G, Brennicke A. An ordered Arabidopsis thaliana mitochondrial cDNA library on high-density filters allows rapid systematic analysis of plant gene expression: a pilot study. (1998) Plant J. 15:721-726.

Lemieux B, Aharoni A, Schena M. Overview of DNA chip technology. (1998) Molecular Breeding 4: 277-289.

1995

Schena M, Shalon D, Davis RW, Brown PO: Quantitative monitoring of gene expression patterns with a complementary DNA microarray. (1995) Science. 270:467-70. 

